
Example.m code

author = {'Sheppard';'Sheppard';'Sheppard';'Sheppard';'Sheppard';'Sheppard'};

piece = {'Christi virgo dilectissima';'Christi virgo dilectissima';...
 

'Christi virgo dilectissima';'Christi virgo dilectissima';...
 

 'Christi virgo dilectissima';'Christi virgo dilectissima';};

voice = {'Contratenor1';'Contratenor2';'Bassus';'Soprano';'Tenor1';'Mean'};

midi = {'S CV a1';'S CV a2';'S CV b';'S CV s';'S CV tr1';'S CV m'} ;

part = {'I';'I';'I';'I';'I';'I'};

monophonic = [1;1;1;1;1;1];

midifolder=table(author,piece,voice,midi,part,monophonic)
***


data = MIDIfeatures(midifolder.midi);
readmidi_fun = @(filename) readmidi(['./Sheppard/' filename '.mid']);

readmidi_fun = @(filename) lower(readmidi(['./Sheppard/' filename '.mid']));

ismonophonic_fun = @(midi) ismonophonic(extreme(extreme(midi,'high'),'low'));

pcdist1_fun = @(midi) pcdist1(extreme(extreme(midi,'high'),'low'));

pcdist2_fun = @(midi) pcdist2SC(extreme(extreme(midi,'high'),'low'));

melcontour_fun = @(midi) 
melcontour(extreme(extreme(midi,'high'),'low'),1/4,'abs');

ivdist1_fun = @(midi) d_ivdist1SC(extreme(extreme(midi,'high'),'low'));

voices = {'Contratenor1','Contratenor2','Bassus','Tenor1','Mean'};

pieces = {'Christi virgo dilectissima'};


imono = data.IsMonophonic;

ipiece = ismember(midifolder.piece,pieces);

ivoice = ismember(midifolder.voice,voices);

i = imono & ipiece & ivoice;

Xpitch = cell2mat(data.PitchDistribution(i,:));

Xint = cell2mat(data.IntervalDistribution(i,:));

X = [Xpitch,Xint];
Hierarchical clustering

X, the voices/pieces matrix to be analysed.
markergroup, which is the list of authors names as strings, that is already in the table called midifolder, this is markergroup = midifolder.author(i)
leafgroup, which is the label of the dendrogram leaf, for this we use the pieces names and the voice, with the following command: 

leafgroup = strcat(list1.piece(i),{' - '},list1.voice(i));
metric, which is the mathematical distance metric used by the algorithm to decide how close the voices are.
linkmethod, which specifies the algorithm for computing the distance between 
clusters. 
marker_color, which specifies the marker colour in the dendrogram leaf when the orientation is 'top'; otherwise it must be specified, but is irrelevant.
marker, which specifies the marker type in the dendrogram leaf when the orientation is 'top'; otherwise it must be specified, but is irrelevant.
thresh, which specifies the threshold for unique colours in the dendrogram plot.
orien, which specifies the orientation of the dendrogram in the figure window.
Titl which specifies the dendrogram plot’s title.
***


fig.Color ='w';

metric = 'euclidean';

linkmethod = 'average';

markergroup = list1.author(i);

leafgroup = strcat(list1.piece(i),{' - '},list1.voice(i));

titl = 'Sheppard, Christi Virgo Dilectissima (without Treble)';

marker_color = 'k';

marker = 'sod';

thresh = 0.2;

orien = 'left'; 

h1 = ...

plotdendrogram2(X,markergroup,leafgroup,metric,linkmethod,marker_color,marker,thresh,orien,titl)
Principal Component analysis and Support Vector Machine

txtv = midifolder.voice(i);


txtp = midifolder.piece(i);

txtv = strrep(txtv,'Mean','Mn');


txtv = strrep(txtv,'Tenor1','T1');

txtv = strrep(txtv,'Contratenor1','C1');

txtv = strrep(txtv,'Contratenor2','C2');

txtv = strrep(txtv,'Bassus','Bs');


txtp = strrep(txtp,'Christi virgo dilectissima','Ch');

txtpv = strcat(txtp,{' - '}, txtv);
***


rng('default')

y = ones(size(X,1),1);

Desicion_Boundary = 0;

SVMModel = fitcsvm(X,y,'KernelScale','auto','KernelFunction',...


'rbf','Standardize',0,'OutlierFraction',Desicion_Boundary);
***


fig.Color='w';

dim = 3; %2 or 3;


PCA_OneSVM(X,SVMModel,dim,Desicion_Boundary,h1.cl,txtp
v);
Code modifications

data = MIDIfeatures(midifolder.midi);
to


data = MIDIfeaturesSC(midifolder.midi);

***


data.IntervalDistribution{i}= d_ivdist1(data.Midi{i});

data.TransitionMatrix{i} = pcdist2(data.Midi{i});
to


data.IntervalDistribution{i}= d_ivdist1SC(data.Midi{i});

data.TransitionMatrix{i} = pcdist2SC(data.Midi{i});
